International Journal on
Humanities and Social Sciences
ISEN: 2415 - 4822 www.ijohss.com

ruclgialiig Al unulll pglell aulgal alagll
I.IUHS{J 2019 pipa il 3wl

(DNA) 2 Ao 5 73ua¥) 5k g 4581 51 ol yikal)
(@,‘\M :\.ubd)

Livaal)
Gd) daa) Ciag and
4laY) cildiil) g 45 6l Audigdl A e gl
daall 5 )3
) ad) - 2y

-

Aaaddl)
N5 ¢y gall ) L Ll 5 Ll il s Lee ) i Lealand 5 480 51 <l dlall e pal) ) sl Coa
(DNA) 3 J3a (e il jihall #3al) 3yl (jlad Casll Cargy S5 ¢ Ll 5 pum 5 5 jakall & o Y Llia
(¥ Gk ) Al gilels dawa e 2 3laY) STy (DNA) A ) ) a5 (A Jalsall o Ly
S adl s ik calaal e bl L 4 shasll o sall (e aaell Sl o 8 Canll Al < saad S
Glas) e 30l L) Al o) sall Gl (e el piall 5l GOLIES) 35 ) ol sl 8 dge g ga s S < s
o B el e a0 il g edaa 581 S5 gandl) 5l AN Ll Cuda 2 La 13) dge g g 5SS s
Givb oo &8sl JSLal #Obal dlae 8 2o luy of 45l (e 4380 50 ) jakall e (i yil) A gl () Caal)
Gl Juagi a5 Al Gl Y15 la sl e paall Cind e el L ga s (DNA) ) 23al
(Y Leat) OIS il (e de sand

OS5 als ULDA b saaa cl ke W) it o Sl (ge 4l eS¢ Ll 5 (e 3 ik i of Sadll g -]
aal (e ) Wy y5e 0sS5 8 ol jakalld 1A LEIES o o Lla ey o axy s Adali LY Lall 5 ie 535 5
L Asyse e sl (ol

8ahally (laal) &y sall Leatiy ) 4paSl) J85 () (e Yoo ouSe S0 &yl e skl g8 D
oaall Caany AR (35 aaday 3oy 31 o285 AR U210 43 7 gansall 5 Aaiiall dpaSll il 5 (Sl Caaa

185



Auclpialllg Auluwilll pglell Adgall alagll

\ 1JOH SS/ 4 2019 pilps wilanll 3awll
s

=
Genetic mutations and methods of repair
by DNA
(An analytical study)

ABSTRACT
The purpose of the research is to identify the mutations, their causes, types, effects

and mechanisms of transmission to the gene, as well as the probability of occurrence of
the mutation and its necessities. The aim of the research is to demonstrate the methods
of repair of mutations through DNA and the factors that lead to DNA damage and the
mechanisms of reform. The problem of research has been focused on the fact that many
chemicals have the ability to make genetic mutations or chromosomal changes. In
recent years, the effects of dozens of substances that have the potential to induce
chromosomal changes if exposed to cell or tissue, Dah and a certain period of time. The
research suggested that the attempt to identify genetic mutations would help in the
repair of genetic problems through the repair of DNA, which helps to avoid many of the
deformities and genetic diseases, and the research has reached a number of results, the
most important of which is the following:

1- It is possible to inherit a mutation from our parents, and new mutations can
occur in our cells that did not exist in our parents because they simply occurred
after our creation began or created us. Thus mutations may be inherited (from
one parent) or not inherited.

2- The mutation may affect the gene in reverse. Instead of decreasing the amount
produced by the mutant gene, the opposite occurs and the amount produced and
allowed within the cell increases. This increase in a pattern harms the cell and

the disease occurs.
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